Key indicators: single-crystal X-ray study; T = 180 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.044; wR factor = 0.118; data-to-parameter ratio = 11.6.
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Cg2 and Cg4 are the centroids of the N2/C6-C9 and C17-C22 rings, respectively. These linear chains are parallel to the a axis and are mainly sustained by weak C-H···Cg interactions, where Cg is the centroid of the pyrrole or phenyl rings (Table 1) .
D-HÁ
Experimental
To a solution of [Mg(TPP)] (15 mg, 0.024 mmol) in chlorobenzene (15 ml) was added an excess of (18-crown-6) (100 mg, 0.378 mmol). The reaction mixture was stirred at room temperature and at the end of the reaction, the color of the solution gradually changes from purple to blue -purple. The resulting material was crystallized by diffusion of hexanes through the chlorobenzene solution which yielded [Mg(TPP)(H 2 O) 2 ].(18-C-6). The two water molecules coordinated to the magnesium come from the hygroscopic 18-crown-6 reagent used in excess.
Refinement
All H atoms were placed in geometrically idealized positions (C-H = 0.93-0.97 Å) and constrained to ride on their parent atoms, with U(H) = 1.2Ueq(C).
The 18-crown-6 is disordered in two conformations A and B (A is the major conformation) with occupancy coefficients fixed at 80% and 20% respectively.
For the atoms of conformation B, the DFIX and SIMU/ISOR restraints (McArdle, 1995) commands in the SHELXL97 software were used. The DFIX constraint instruction was used for some distances in the conformation A: C25A-O2A, C25A-O26A and C23A-C24A while the DANG constraint instruction was also used for the distance C28A-O3A. Johnson, 1996) and ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: Sheldrick, 2008) . Special details Geometry. All s.u.'s (except the s.u. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell s.u.'s are taken into account individually in the estimation of s.u.'s in distances, angles and torsion angles; correlations between s.u.'s in cell parameters are only used when they are defined by crystal symmetry. (7) 0.0007 (7) −0.0047 (6) C21 0.0314 (9) 0.0286 (9) 0.0290 (9) 0.0063 (7) −0.0027 (7) −0.0054 (7 Symmetry codes: (ii) −x+1, −y, −z+1; (iii) x, y−1, z; (iv) x+1, y, z.
